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Ancient DNA and evolutionary change
Genome-wide transcription and nc-RNAs
Functional Genomics and oncogene discovery
Zinc-finger protein-targeted gene regulation
Dynamic regulation of heterochromatin
miRNA and post-transcriptional gene control
Transcriptional control of hemopoiesis
Systems Biology and ribosome profiling
Nuclear and nucleolar structure

Sex chromosomes and genéldosage
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Ecological-and evolutionary genetics

Long nc-RNAs in epigenetics and cancer
Mechanisms of evolutionary adaptation
Genome-scale mapping of chromatin structure

High throuéhput recombineering and
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Cancer genetics revealed by deep sequencing
Transcription and epigenomics
Systems Biology of circadian rhythms
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